Supplementary Material 1. RT-qPCR of SARS-CoV-2 N, S and Orf-1 genes. (A) Amplification of 


targets N1 and N2 (nucleocapsid protein gene) of SARS-CoV-2 and RNAse P as an endogenous 


gene of RNA quality extraction of the companion dog analyzed. (B) Amplification of targets N1 


and N2 of SARS-CoV-2 of synthetic DNA of the N gene using IDT probes (positive control). (C) 


Amplification of targets N, Orf-1 and S of SARS-CoV-2 and RNAse P of the companion dog using 


Thermo Fisher probes. (D) Amplification of targets N, Orf-1 and S of SARS-CoV-2 as positive 


controls of the kit (2 X 103 copies/yjL) (Thermo Fisher). In all figures horizontal lines represent 


the cycle thresholds for each probe; above these values the samples are considered positive. 
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